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Flomics history F|OXXXXiCS

Flooonics
e Flomics was born in late 2018
e Our goal is to bring genomics (NGS-based) tests to the clinical practice
e Our main expertise is in liquid biopsy test (blood, plasma, urine, saliva, ...)
o Oncology, brain development, male infertility, ...

e We have molecular lab + bioinformatics capacity

e Flomics can act as main developer or collaborator in any NGS-based project

During COVID-19 pandemic we decided to apply our know-how in RNA sequencing
and analysis to help sequencing SARS-CoV-2 virus and managing this major treat.



Our connection F|OXXXXiCS

Flomics is part of the Barcelona Biomedical Research Park (PRBB) in
Barcelona, Spain
e one of the largest hubs of biomedical research in southern
Europe

Flomics is supporting the implementation of Fiocruz’ binational
EGERUZ laboratory in Pf)rtu.gal . .
Fundacio Oswaldo Cruz ®  cooperating in the Science, Technology and Health Innovation

between Brasil and Europe*
Flomics is analysing COVID-19 NGS data for our partners
ﬁ / \ _____ e enabling any hospital, research or clinical lab to extract the most
ﬁ FIDRERIGS 8 ooemamenns value out of their virus sequencing data




THE PROBLEM Flonoxics

COVID-19 DETECTION PROBLEM

<5% OF THE CASES
ARE BEING DETECTED

NO PROGNOSIS
INFORMATION AT ALL

HEALTH CARE
PRACTICES

§ NO TOOL TO GUIDE

WE'RE JUST REACTING
TO THE SYMPTOMS! World Health Organization



NGS-BASED TESTING - BEYOND PCR/RAPID TESTS FlOXXXXiCS

THE SOLUTION:
NGS-BASED TESTING

NGS POSSIBLE
Q VIRAL LOAD CALCULATION - APPLICATIONS

ASSOCIATED WITH AGGRESSIVENESS D Qf} @

COMPLETE SEQU ENCE OF THE V|RUS DIAGNOSIS MONITORING PHYLOGENETICS
INFECTING EACH PATIENT

- VARIANTS INTERPRETATION /\/
M O F

PHYLOGENETIC STU DY THE-II—?/-:\ARI;%E;ICS \?Ag\lfl-\lr'll% STRATIFICATION
- TO IDENTIFY TRANSMISSION CHAINS

IT GIVES US THE POSSIBILITY TO ACT AND NOT REACT



COVID-19 NGS TESTING Floonoxics

MANY COMPANIES/INSTITUTIONS HAVE DEVELOPED SUCH KITS AND ARE
ALREADY ON THE MARKET

SWIFY illumina &E’éﬁéﬁ%’é a5 arbor

BIOSCIENCES™ biosciences

UNFORTUNATELY HOSPITALS AND DIAGNOSIS LABS CANNOT ANALYSE THIS DATA

NO BIOINFORMATICS NO COMPUTATIONAL
SKILLS INFRASTRUCTURES

NO ACCESS TO

SEQUENCERS



OUR SOLUTION Flopoxics

HOSPITALS AND LABS WITH THE NEED TO
DIAGNOSE AND TREAT PATIENTS
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Floxxxxics
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AUTOMATED DATA ANALYSIS PIPELINE
IN THE CLOUD
NO NEED FOR BIOINFORMATICS
NO NEED FOR COMPUTATIONAL RESOURCES

BIOTECH COMPANIES SELLING NGS KITS /
SERVICES



USER JOURNEY

Flopoxics
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SARS-CoV-2 genome report




EXAMPLE Flopoxics

(_ - Q@ © & 25 https://covid19.flomics.com .

SARS-CoV-2 Analysis

LOGIN WITH DEMO ACCOUNT

FORGOT PASSWORD?




EXAMPLE Floooxics

Demo Account

0 Credits

- Dashboard )
Last 7 Days All Time Account
©  SubmitaNew Request (> 0Pending Requests (> 0Pending Requests i1 0 Credits Available
Analysis Results 0 Analysis with Error 0 Analysis with Error B3 10 Credits Spent
Y
@  Support Center (@ 2 Completed Analysis (@ 4 Completed Analysis 23 10 Credits Redeemed
° [E] 2 Total Requests [E] 4 Total Requests ’ ACCOUNT SETTINGS
User Manual —_—
Requests Per Day Requests by Status
24 i Pending m Error m Completed m Total 1 Pending m Error = Completed
1.54
19
2‘ RequestsT . Completed
0.5+
1 S — M —

I:I All Time @) Week




EXAMPLE

Dashboard

Submit a New Request

Analysis Results

Support Center

User Manual

Protocol Type*

(O Metagenomic-seq
(O Amplicon-seq
Sequencing Type*

QO lllumina Single-end
O lllumina Paired-end

o

Fill Form

Sequencing Kit*

Sample Names*

@ Sample Files*

ple
k

I NONN

Request cost: 0 credits

PREVIOUS STEP

SUBMIT REQUEST

Floooxxics

Demo Account

0 Credits

Upload Request



EXAMPLE Floooxics

Demo Account

0 Credits

- H Dashboard
0 Pending Requests ® 0 Analysis with Error @ 4 Completed Analysis E] 4 Total Requests
&  Submit a New Request
m Analysis Results Request |, Status Pipeline Samples Sequencing Type Submission Date Completed At
(7] Support Center 16 Completed COVID-19 NGS data analysis 4 lllumina Paired-end 2020-06-29 11:54:14 2020-06-29 13:57:48
o User Manual Sample Report Outputs

Full Analysis SHOW FULL REPORT DOWNLOAD

2020-04-04-3027_S1 SHOW SAMPLE REPORT

2020-04-04-3029_S2

SHOW SAMPLE REPORT

2020-04-17-3052_S3 SHOW SAMPLE REPORT

2020-04-18-3049_S4

SHOW SAMPLE REPORT

15 Completed COVID-19 NGS data analysis 1 lllumina Paired-end 2020-06-29 11:40:35 2020-06-29 11:52:56
2 Completed COVID-19 NGS data analysis 4 lllumina Paired-end 2020-06-22 23:12:59 2020-06-22 11:29:04
1 Completed COVID-19 NGS data analysis 1 lllumina Paired-end 2020-06-22 22:59:21 2020-06-22 11:29:04

Q Rows per page: 15 + 1-4 of 4




EXAMPLE - RESULTS Floooxics

General statistics Number of trimmed reads

2020-04-04-3027_S1 Filtered_reads

Number of mapped reads

Coverage R1 273213
Trimmed primers from reads R2 273213
Number of variants

Taxonomy Number of mapped reads

Parameters

Botiali value

Paired reads for mapping 970689
%mapped reads 99.53%

mapped reads 966127

Coverage

coverage Percentage
Genome covered (1X) 99.87%

10X 98.99%

Coverage across reference
202004-04-3027_51.4orted barn (inside of regions)

iid

)




EXAMPLE - RESULTS

Floxoxics

g General statistics
Number of trimmed reads
Number of mapped reads
Coverage

Trimmed primers from reads

Number of variants

Taxonomy
Parameters

Contact

Number of variants

Number of variants detected
DEL
INS

SNP

Taxonomy

Figures

0/100

25

50

value

20

Organism

B sarscov2
. Homo sapiens
] other

. unclassified



Flopoxics

OFFER

Register and try for free our platform at https://www.flomics.com/covid19/

If you use the voucher “ENRICH-BRAZIL" in our platform
your get 25 FREE extra credits to analyse your samples.

Contact us at info@flomics.com for more info. I i i I
Tell us about your projects and we'll help
you to find the best solution. ﬁ# Flonoaics _'__'__'__'__'_

My contact details:
Jodo Curado, CEO

joao.curado@flomics.com

www.flomics.com


https://www.flomics.com/covid19/
mailto:info@flomics.com
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http://www.flomics.com

THE TEAM

Flopxxics

FOUNDERS

Innovation ’ Universitat -
FORUM S| Mo eiime 2 AliraHealth

e
Centre : Centre -
for Genomic for Genomic
Regulation

UNIVERSITATbe
I+ BARCELONA

ADVISORS
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FLOMICS-COVID19 - Cloud structure

Flopoxics

ET
TR

React.js Client

Amazon S3

REST API and Webstockets

v

1

React.js Client

A\ 4

Elastic Beanstalk
Node.js Server

Execute Function

Simple Queue Service Lambda Lambda
Jobs Jobs function
Submit Job Jobs

Store and Query Data

Webserver Database

Flomics SARS-CoV-2 Pipeline

Pipeline Result

—Flopoxxics—

Start Pipeline

Read Queue Execute Function
Simple Queue Service Lambda Lambda
Responses Responses function
Responses

Write Pipeline Result

Write Logs

s

Amazon
CloudWatch

NNp
':' amazon
webservices™



